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A	(rough)	sketch	of	the	MLB	baTng	average	distribu0on.	
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A	hierarchical	model	

✓ ⇠ N(µ, ⌧2)

Y |✓ ⇠ N(✓,�2)

Here,	θ denotes	any	baTng	average	among	the	MLB	players,	and	Y	
denotes	the	player’s	baTng	average.	The	parameter	τ	quan0fies	the	
prior	standard	devia0on,	and	σ	describes	the	sampling	standard	
devia0on.	Specifically:				 

✓ ⇠ N(260, 342)

Y |✓ ⇠ N(✓, 1102)
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A	hierarchical	model	

E(✓|Y ) = Bµ+ (1�B)Y

= µ+ (1�B)(Y � µ)

B =
�2

�2 + ⌧2

Best	guess	for	the	players	baTng	average,	given	the	observed	data:	

E(✓|Y = 450) = B ⇥ 260 + (1�B)⇥ 450

= 260 + (1�B)(450� 260)

B =
1102

1102 + 342

E(✓|Y = 450) ⇡ 270

Specifically:	
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blog.supplyframe.com/2013/09/10/empirical-bayes-es0ma0on-of-p-using-r/	
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An	iTRAQ	experiment	
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Ordinary	t-sta's'c:	

Moderated	t-sta's'c:	
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Observed	gene	sample	variance	

Variability	between	genes	

Moderated	gene	variance	

[	PMID	16646809	]	
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Variances	as	scaled	F-distribu'on	

[		RI		]				
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Moderated	sample	variances	
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